Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.003 Å; R factor = 0.037; wR factor = 0.110; data-to-parameter ratio = 12.6.
The title compound, C 16 H 20 N 2 O 4 S, exhibits a V-shape structure with a dihedral angle of 77.5 (11) formed by the two benzenel rings. The molecular packing is stabilized by intramolecular and intermolecular hydrogen bonds as well as -[3.738 (3) Å ] and C-HÁ Á Á interactions.
Related literature
For related literature, see: Shahsafi et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1997); cell refinement: SAINT (Bruker, 1997); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Bruker, 2001); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: BX2122). Bruker (1997 (Shahsafi, et al., 1987) . The crystal structure determination of the title compound, (I), was carried out in order to elucidate its molecular conformation.
References
The V-shape structure of the molecule is supported by the two phenyl rings with a dihedral angle of 77.5 (11)°.
The molecular packing is stabilized by intramolecular and intermolecular hydrogen bonds (Table 1) as well as weak π-π and C-H..π interactions.
Experimental
The title compound, (I), was synthesized by the reaction of 4,4'-dichlorodiphenyl sulfone (5.74 g, 0.02 mol) with 2-aminoethanol (9.76 g, 0.16 mol). The mixture was refluxed for 6 h and cooled to room temperature. After dilution with water, it was filtered off, washed thoroughly with water, and recrystallized from dimethylformamide and water (4:1 v/v) to give the product as fine white needles (5.5 g, yield 81.8%). The pure product (0.1 g) was dissolved in 15 ml dimethylformamide and water (4:1 v/v). Single crystals were obtained from this solution by slow evaporation over a period of 7 days at room temperature (m.p. 464-466 K).
Refinement
The H atom involved in the hydrogen bonds was found in difference Fourier maps. All other H atoms were positioned geometrically and refined using a during refinement, fix at O-H distances of 0.82 Å and its U iso value was set at 1.2 U eq (O). H atoms bonded to C atoms were included in the refinement in the riding model approximation, with C-H = 0.93 Å.
and U iso (H) = 1.2 U eq (C atom).
Figures Fig. 1 . A view of the structure of (I), showing the atom-numbering Scheme; displacement ellipsoids were drawn at the 30% probability level.
Bis[4-(2-hydroxyethylamino)phenyl] sulfone
Crystal data 2 restraints Extinction correction: none Primary atom site location: structure-invariant direct methods
Special details
Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance mat- Symmetry codes: (i) −x, y+1, −z+1/2; (ii) −x+1/2, y−1/2, −z+1/2; (iii) x−1/2, y+1/2, z; (iv) x+1/2, y−1/2, z; (v) −x+1/2, y+1/2, −z+1/2.
